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(Amended) A \process for identifying a chemical compound 
which specifically binds to a polypeptide [of claim 
10] encoded\ by a nucleic acid comprising the amino 



acia sequence 
polypeptide na 


snown m t iqure s ^t>iiu jljj jnu : ±u ) or a 
ivina a sequence which varies therefrom 


by no more q 


ihan 15 amino acids. such amino acid 


variations not 


\involvina amino acid positions 799-804 


and not chanc 


Lzna the functional properties of the 


polypeptide err 


: Vi polypeptide encoded by said nucleic 


acid linked co 


a\nuclei*>-'cfcid encodina a flaa epitope. 



which compr5sa££---teT5nt acting the polypeptide with the 
compound under conditions suitable for binding, and 
detecting specif ic\ binding of the chemical compound to 
the polypeptide . - 



Please add new claims 208j^>2^*as foil 



ows 



O- 20! 



(New) The p 
binding of 
by means 
polypeptid! 




ss of claim 123/, wherein the specific 
ipound to the polypeptide is detected 
an antibody which binds to the 



--209 



--210 



-211 , 



■212 



(New) The process of claim tt", wherein the specific 
binding of the compound to the polypeptide is detected 
by a scintillation proximity assay. -- 

(New) The process of claim 71, wherein the polypeptide 
has substantially the same amino acid sequence as that 
shown in Figure 



(New) The proc 
not previous 




f claim 71, wherein the compound is 
to bind to the polypeptide.-- 



(New)A process — revolving competitive binding for 
identifying a chemical compound which specifically 
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-213 



- -214 



binds to a polypeptide encoded by a nucleic acid 
comprising the! amino acid sequence shown in Figure 5 
(SEQ ID NO: id) or a polypeptide having a sequence 
which varies therefrom by no more than 15 amino acids, 
such amino acidi variations not involving amino acid 
positions 799-804 and not changing the functional 
properties of tha polypeptide or a polypeptide encoded 
by said nucleic afcid linked to a nucleic acid encoding 
a flag epitope, wi\ich comprises separately contacting 

th both the chemical compound and 
compound known to bind to the 
with only the second chemical 
ditions suitable for binding of 
ecting specific binding of the 
the polypeptide, a decrease in 
econd chemical compound to the 
isence of the chemical compound 
hemical compound binds to the 



:al\ 



rand 



Jer coi 



and 



the polypeptide, 
a second chemise 
polypeptide, 
compound, un< 
both compound 
chemical comp 
the binding of the 
polypeptide in the p 
indicating that the 
polypeptide. 



(New) The pro 
binding of tth 
by means l o 
polypeptide 




of claim 212 ? wherein the specific 
impound to the polypeptide is detected 
an antibody which binds to the 



MO 



(New) The process of claim wherein the specific 

binding of the compound to the polypeptide is detected 
by a scintillation proximity assay. -- 



■215 r . 



(New) The process\of claim 212, wherein the polypeptide 
has substantiallyytfie same amino acid sequence as that 
shown in Figure /S\ (SEQ ID NO: 10) .-■ 



- -216 . 

/ 



(New) The process\of\ claim 212, wherein the compound is 
not previously knowfT to bind to the polypeptide.-- 



4 
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--217. (New) A method of screening a plurality of chemical 

compounds not kmown to bind to a polypeptide encoded 
by a nucleic acid comprising the amino acid sequence 
shown in Figure I 5 (SEQ ID NO: 10) or a polypeptide 
having a sequenqe which varies therefrom by no more 
than 15 amino adids, such amino acid variations not 
involving amino 1 acid positions 799-804 and not 
changing the functional properties of the polypeptide 
or a polypeptide encoded by said nucleic acid linked 
to a nucleic acid encoding a flag epitope, to identify 
a compound whiih specifically binds to the 
polypeptide , which! comprises : 

(a) preparing a cell extract or cell supernatant from 
cells transfected with and expressing DNA 
encoding the polypeptide and contacting the cell 
extract or cell \supernatant with a compound known 
to bind specifically to the polypeptide; 

(b) contacting the preparation of step (a) with the 
plurality of/compounds not known to bind 
specif icallVto tile polypeptide, under conditions 
permitting >Dindin4 of compounds known to bind the 
polypeptide ; 1 

(c) determining whethehr tj^e binding of the compound 
known to b\nd tojtfie polypeptide is reduced in 
the presence of the compounds, relative to the 
binding of the compound in the absence of the 
plurality of compounds; and if so 

(d) separately determining the binding to the 
polypeptide of eachl compound included in the 
plurality of compounds, so as to thereby identify 
the compound which Specifically binds to the 
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polypeptiidg\ - - 

£^,--218. (New)The method of claim 5^3, wherein the cell is a 

mammalian cell.-- 

--21-9. (New) The method of claim 218, wherein the mammalian 

cell is non-neuronal in origin. -- 

--220. (New) The method of claim 219 wherein the non-neuronal 

cell is a COS-7 cell, a 293 human embryonic kidney 
cell, an LM(tk-) cell or an NIH-3T3 cell.-- 

--221.. (New) The method foo: making a composition of matter 

which specif ically \bVncis to a polypeptide which 
comprises identif ying\*a chemical compound using the 
process of any of claims *H-/ 20&i — gQ . 9 f 7 — gj^s- 2 1 1/ 2 iTf, ■ 

^ foi " ^ , ^2 1*$°^ 2 15 ; er 21Q ^r and then synthesizing the 

chemical compound or a nov\l structural and functional 
analog or homolog thereof . -\ 

(New) The method of\obtaining a composition which 
comprises admixing a \arrier and a pharmaceut ically 
effective amount of a c ^5^ ca 

the process of any of cl^ms 71 - V TO 8^ 29 ^-, — 21Qf - — g-l«4-» 

— or 21G - N or a novel structural and 
functional analog or homolog Vhereof .- - 

-223. (New) The method of claim 222, wherein the composition 

is a pharmaceutical composition and the carrier is a 
pharmaceut ically acceptable carrier. -- 



REMARKS 



Claims 1-9, 13-48, 71, and 150 were pending in the subject 
application. By this Amendment, applicants have amended claim 



